
Exon	
  21	
  sequence	
  for	
  your	
  use	
  (wild	
  type):	
  
ggcatgaactacttggaggaccgtcgcttggtgcaccgcgacctggcagccaggaacgtactggtgaaaa	
  
caccgcagcatgtcaagatcacagattttgggctggccaaactgctgggtgcggaagagaaagaatacca	
  
tgcagaaggaggcaaa	
  
	
  
Exon	
  21	
  sequence	
  for	
  your	
  use	
  (L858R	
  point	
  mutant):	
  
ggcatgaactacttggaggaccgtcgcttggtgcaccgcgacctggcagccaggaacgtactggtgaaaa	
  
caccgcagcatgtcaagatcacagattttgggcgggccaaactgctgggtgcggaagagaaagaatacca	
  
tgcagaaggaggcaaa	
  
	
  
	
  

	
  
	
  

	
  
	
   	
  



Exon	
  19	
  for	
  your	
  use:	
  (wild	
  type)	
  
ggactctggatcccagaaggtgagaaagttaaaattcccgtcgctatcaaggaattaagagaagcaacatctccgaaagccaacaaggaaat
cctcgat	
  
	
  
Exon	
  19	
  for	
  your	
  use:	
  (deletion)	
  
Ggactctggatcccagaaggtgagaaagttaaaattcccgtcgctatcaaaacatctccgaaagccaacaaggaaatcctcgat	
  
	
  
Wild-­‐type	
  

	
  
	
  
Mutant:	
  

	
  
	
  
	
   	
  



Negative	
  control	
  sequences	
  for	
  exon	
  21	
  (from	
  MDA-­‐MB231	
  cells):	
  
	
  
 >231_exon21_fp-exon21_fp_C12.ab1 
NNNNNNNNNNNTNNTGNNNGANNTNNCTTGGTGCACCGCGACCTGGCAGCCAGGAACGTACTGGTGAAAACACCGCAGCA 
TGTCAAGATCACAGATTTTGGGCTGGCCAAACTGCTGGGTGCGGAAGANAAAGAATACCATGCAGAAGGAGGCAAAGTAA 
GGAGGTGNTNTAGGTCAGCCAAAANCTTACTTTGCCTCTTCTGCAGGTATTCTTTCTCTTCGCCGCATTGGCGCCAAAAT 
CTGTGATCTNGACNTGCTGCGTGTTTTCCNNTACTTCGGCGCGNTCCNNGCAGCNNNTCTCGTTAATTCAGCNGAAACAA 
AGAAAACCNGCTTGAAGNAANNCATGAGCTCTATGGATCTATATATAAAANTGGAAAAATCCCCTAAAGTGAATGACGAT 
CTACTTAATTAAAATANATAACTGGGANCGGCANGAATGGCGGAGCAGGTGTAAGTTCCTGCGCCAAACANNCNTAATGA 
NNGANTCGAGNACAGCGGATANATAGAANGTTCNATTTGACAGGCAAGCATGTCTGCTATGTGGTGGATTGGNGANGANA 
TGNNNTGNANACAACAGNGTTCTCATGACCAANAATATANCGGTGANNGNNCGGNAANNTNNNTNNGNGNNNNCATCGAA 
CTCNNNACTANTCCAGCCAGACGCTGTNNANCTAATNNANTTAANGANNTTTGCATGTTNNNCCNCGCTCANNNANNATN 
ATNNNANGTTTCANCTNNCTGANATTACGTTGAANGACTTGCCACTNTTCACTCGATACNTTTANANCAGNGCNAGACTC 
ATTCTAATANNTTGNTGTTCNTCNTTTTTTTTGANGATANGCATTTTGTCNNTGATANNTNNTAAATTTCNNNATNNNGC 
ANGGATGAAGTCTAGTNNAAATCNNCNNANAAGCGNTGTNTGNGTATATTANNTGTATTCTNTANCANGAGNNTNAGGNN 
ACNGNGNAGNNNNAATCNACTAGNNTNNNNGAAATTTANNNANGNTTTACTNTTNNNCNNTNNNNNNNTAGGCTGGNNNN 
NGNCNTNNNTTTTNNNANNNNNTNNGACTNNNGNAANANCCCNNGGNGTTTACNCCAAGNTTAGTNCCCNTNGAANNNNN 
NNNNNC 
	
  
>231_exon21_rp-exon21_rp_D12.ab1 
CNNNNNNNNCCNNNNGNNNGGGNATNNNTNNTCNNNCGCACCCAGCAGTTTGGCCAGCCCAAAATCTGTGATCTTGACAT 
GCTGCGGTGTTTTCACCAGTACGTTCCTGGCTGCCAGGTCGCGGTGCACCAAGCGACGGTCCTCCAAGTAGTTCATGCCC 
TGAAACAGAGAAGACNTGCTGTGAGGAAANGTCAGGCTTGCCCTGGGGGGAGAAGACTCTGCAGCGGGCCGGGGACGTGC 
TAAGGCTTGATTCCGCCGGCAGATGTACTGACTCAATGGGAATGGAGGCTAACCCAGAGGGCCCACCCCTACCCTGACGT 
CATCACCCTCACCTTGACCTGGTTGGAAGAATCATAGCGCACACGCTGGCAACTCTTATTCATCTTGTTCATCAACATCT 
TTCCGGTGCGGAAGTCGAAGGTGCTGAGGTCCATGGATCCGCCCAGGTAACGTGCCAGTTGTGGCTTGCTGCGGAACTTC 
TTNNNTCAACATCTTTCCCGTGCGNAANTGGNGGGTGCGGAGGTCCGTGGATCCGCCCAAGTCAGGTTGCAGTTGTGCAT 
TGGAGGAGAAATTGNTCAGAANCAANAGGGNTCTCATGANGNANAATATCCTGTCCAGNGACCGTAAANNGGCTTANNGG 
NCTCATGTGTGTCATTGTTATCCNNTCANGNCTCCGTACAAACTAAGAAACNGANGAATATNTTGTGANCCTGCGNGCCT 
ANCGANNNTGCTANCACGTNTNANTTGNNCTGANATCACNGNNCNNGATCTGNTACTNTAAACTGNNNTGTCANATGANT 
ACAAANNTTCNCTCAANNNCNTGGNTGNNCNGNTTGNGTATTGNGAGCNGCANNTTGTCCTCGNTNNTGACACGTTGCGC 
TNTTTCGNCCNGNTGNNNNANAGTTAACTCCTCANNTCAGNGNTGNANTGNGNNNATCNNGTATNCNNGGGNANGAGATN 
GANNNNNNTGGGANNNAANGTCANCTANNNCCAGAANTNAANAANNNTTATGNCTGCNTNNNACGNNGNNNNNACNNNNG 
ACNNTTANNNNNNNGACTGNNNANN 


