M1D3:
Phylogenetic analysis



Lab business

e Lab treat...

* Extra office hours
— Noreen: Sunday 1-3pm (16-429b)
— Shannon: Sunday 3-5pm (Simmons Hall 528)

e Office hours
— Noreen: Monday and Thursday 2-4pm (16-429b)
— Leslie: Monday and Thursday 1-2pm (16-429b)
— Shannon: Monday and Friday 3-4pm (16-319)



Assignment reminders

* Journal club Il
— Meet in 16-336 at 1:15p (speakers at 1:00p)

* Microbiome abstract and data summary
— Due Saturday, March 14 at 5:00p

— Data posted on M1D8 Talk page
(by Saturday at 12:00pm)

* Primer design memo
— Due Thursday, March 20 at 10:00pm
— Data posted on M1D7 Talk page



Microbiome abstract and data summary

 Read the assignment description on the wiki!
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Figures, captions, and results/discussion

1. What was the overall goal of these data? State concisely in
introductory sentence.

2. What was your expected result? State this concisely in a
bullet point.

— What are the expected band sizes on your gel?

3. What was the result? State this concisely in one or two
bullets.

— Were bands of the expected size present? Why or why not?

4. What evidence do you have that your result is correct or
incorrect?

—  What controls did you perform and did they work as expected?

5. Insum, what do these data suggest or indicate? Think about
how the data were used.

6. What does this motivate you to do next?

Thank you, Shannon



Experimental overview
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Let’s review our cloning procedure
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Thinking about your data...
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Thinking about your data...
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Thinking about your data...
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* Principle component analysis (PCoA)

Multidimensional Data

Informative clusters Testable Hypotheses
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Overview of Unifrac files

1. Tree (.nwk) with all of the class sequences

Ap\ond M A AN17 ot
2. 1D file (.txt)

— Spaces and no spaces

3. Mapping file (.txt)

— Sample ID, sex, and location
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Notes on AlV detection assay
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More notes on AlV detection assay

Melting Peaks
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Module 1 conceptual overview
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Today

1. Align ‘good’ samples from Genewiz site
— Refer to the spreadsheet

2. Analyze ~8 sequences

— If all of your bird samples are complete, help your
classmates

3. Post data on M1D8 Talk page
— Full length sequence files (.txt)

— MEGA alignment file (.mas)
4. All data must be posted by Saturday at 12:00p



